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Consensus TGCAAGATCT CAACACCATG TTGTCTGCAA CACATGACAG CCATTGAAGC 
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>g727537 CCCGACCCTN TCTTTCAGCA GGCCCCCACC CTNCTGAGTN GCAATAAATA 
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>g727 537 AAATTCGGTA TGCTGAATTC AATA 

Consensus AAATTCGGTA TGCTGAATTC AATA 
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